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Dr. Huang Cheng obtained a Bachelor’s degree in Biotechnology in Life Science Institute, 
Nanchang University, 2007. He graduated with Master degree from Biological information 
science and technology institute, Harbin Medical University in 2010. During the master study, 
his research focused on using SVM to predict potential drug target from ion channel proteins. 
Then he worked in BGI Shenzhen as a data analyst on next generation sequencing (NGS) from 
2010 to 2012. He obtained Ph.D with Biomedicine in ICMS, University of Macau (UM) at the 
end of 2016, and his study involved in mining potential bioactive polypeptides from 
transcriptome of corals based on NGS, prediction of gene clusters involved in biosynthesis of 
antibiotics from the novel bacterium using whole genome sequencing. Then he continues the 
post-doctoral study in faculty of Health and Science until 2020. His study mainly focused on the 
identification and functional investigation of novel lncRNAs implicated in diverse biological 
processes or diseases, including asthma, ABPA, zebrafish embryo development, DNA damage, 
cytotoxicity, etc. He has published over 20 SCI papers in the journals of Genome Biology 
Evolution, BMC Genomic International Journal of Biological Sciences, Journal of Cellular 
Physiology, etc. Now Dr. Huang worked as assistant professor State Key Laboratory of Quality 
Research in Chinese Medicine, Macau University of Science and Technology, the main
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research interests include, but not limited to apply bioinformatics approach to develop 
prognostic scoring system and identify biomarker for tumor prognosis and precise treatment 
using high-throughput sequencing data. 
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2012-2017 
 
 
 

2007-2010 
 

2003-2007 

Ph.D. in Biomedical Sciences, Area of Specialization: 

Bioinformatics Institute of Chinese Medical Sciences, University 

of Macau, China 

M.E. in Bioinformatics, Biological information science and 

technology institute, Harbin Medical University, China 

B.S. in Biotechnology (Biopharmaceuticals), College of Life 

Science, Nanchang University, China 
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2020-present 
 
 
 

2017-2020 
 

2010-2012 

Assistant Professor, State Key Laboratory of Quality 

Research in Chinese Medicine, Macau University of Science and 

Technology, Macao 

Post-doctoral, Faculty of Health Sciences, University of Macau, Macao 

Analyst, Beijing Genomics Institute at Shenzhen 

(BGI-shenzhen) 
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via suppressing NF-κB p65 signaling. Biomedicine & Pharmacotherapy 
(https://doi.org/10.1016/j.biopha.2024.116379) 
 
2.Xiao Yang, Yingyi Wu, Xingyu Chen, Jiayue Qiu, Chen Huang* (2024). The Transcriptional 
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Mol. Sci. (https://doi.org/10.3390/ijms25053041) 
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tumor growth and enhance anti-PD-1 immunotherapy in non-small cell lung cancer. 
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5. Wang Zihan, Chen Xingyu, Si Weichen, Chen Huang* (2023). Systemic Pharmacology and 
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(2023). MIRS: An AI Scoring System for Predicting the Prognosis and Therapy of Breast Cancer. 



Iscience (DOI: 10.1016/j.isci.2023.108322) 

7.Yunwen Feng, Xingyu Chen, Xiaohua Douglas Zhang*, Chen Huang* (2023). Metabolic 
Pathway Pairwise-Based Signature as a Potential Non-Invasive Diagnostic Marker in Alzheimer’s 
Disease Patients. Genes (doi.org/10.3390/genes14061285) 

8.Tianyi Cheng, Yingyi Wu, Zhiyu Liu, Yi Yu, Shixue Sun, Min Guo, Baoqing Sun*, Chen Huang* 
(2022). CDKN2A-mediated molecular subtypes characterize the hallmarks of tumor 
microenvironment and guide precision medicine in Triple Negative Breast Cancer. Frontiers in 
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9.LitingWu, XiangqingHou, WentingLuo, HaishengHu, XianhuiZheng, YueminChen, Zhangkai 
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timothy, birch and their major allergen components revealed by Latent class analysis. 
Molecular Immunology (https://doi.org/10.1016/j.molimm.2022.03.009) 
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(2021). Comprehensive transcriptome analysis of peripheral blood unravels key lncRNAs 
implicated in ABPA and asthma. PeerJ (DOI 10.7717/peerj.11453) 

12.Chen Huang, Bo Zhu, Dongliang Leng, Wei Ge, Xiaohua Douglas Zhang (2021). Long 
noncoding RNAs implicated in embryonic development in Ybx1 knockout Zebrafish. FEBS Open 
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Transcriptome analysis of Peripheral Whole Blood reveals key lncRNAs implicated in childhood 
asthma. BMC Medical Genomics (doi:10.21203/rs.2.15948/v1).  
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Transcriptome analysis reveals lncRNA-mediated complex regulatory network response to DNA 
damage in the liver tissue of Rattus norvegicus. Journal of Cellular Physiology. 
https://doi.org/10.1002/jcp.28889. 
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Co-expression network analysis of lncRNAs and mRNAs in Rats liver tissue reveals the complex 

interactions in response to pathogenic cytotoxicity. International Journal of Biological Sciences. 

2019; 15(11):2296-2307. doi:10.7150/ijbs.33735. 

 

16.Chen Huang, Dongliang Leng, Shixue Sun, Xiaohua Douglas Zhang. (2019). Re-analysis of the 
coral Acropora digitifera transcriptome reveals a complex lncRNAs-mRNAs interaction network 
implicated in Symbiodinium infection. BMC Genomics. PMCID: PMC6335708 doi: 
10.1186/s12864-019-5429-3. 

17.Chen Huang, Jean-Étienne RL Morlighem, Jing Cai, Qiwen Liao, Carlos Daniel Perez, Paula 
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long non-coding RNAs in two anthozoan species and their possible implications for coral 
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18.Chen Huang, Ross Ka-Kit Leung, Min Guo, Li Tuo, Lin Guo, Wing Wai Yew, Inchio Lou, Simon 
Ming Yuen Lee, Chenghang Sun (2016). Genome-guided Investigation of Antibiotic Substances 
produced by Allosalinactinospora lopnorensis CA15-2T from Lop Nor region, China. Scientific 
Reports. PMID: 26864220.   
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